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A: Biopsy only, n=25

B: Extensive resection, n=28

C: Extensive resection + XRT, n= 46

D: >95% resection + XRT + Chemo, n=184
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COMBINING RADIOTHERAPY WITH DRUGS

Drugs that stop cancer cells repairing their DNA could help make radiotherapy
more effective.

RADIOTHERAPY @ + 9 DRUGS
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Variants in the RECQL4 gene in 12 patients with
glioblastoma among 200 tested glioma samples
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Application

Machine Leaming Identifies Stemness Features
Associated with Oncogenic Dedifferentiation
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Brain tumours
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